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FIG.l 

GATCTATGCAGAAAATCTACACTATTTTGAATCACTTCTCCAAAGGCCAGAAAATCAGCCTGTTAGCTGCAGTTGC 
T ATGAATGTG AAAC AC AG AAAGAAAAGAGACT ACATT TGGGGTT T CTTAT T TAGGGC AGGTGGGGC AAAC T ACAAA 
TGACTTTAGCTGACTAGCTGAATAGTTTTACTACCCAATCATGAAATAATCTTTATATATTTTCCCTTTTTAGGAC 
CCTTCAATCACTGTTGTTCCAATCAGTGAGTAAAGTTTTTTCTTAACAAGTCGAAATCCTGAGCTGAGGATC 
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FIG. 2 A 



11 20 29 38 47 56 

5 ' AGCCG GCG CAG GGT GGC CGG GGA GGG GTG AGC AGG GTG CCG CTG GCT GCT GGG GTC 



PAQGGRGGVSRVPLAAGV 

65 74 83 92 101 110 

TGC AGG TCA CCG AGT CCC CAG GAG AGG GGA CTC CTA AGA AGC CAC CTG CCT GTG 



CRSPS.PQERGLLRS HLP V 

119 128 137 146 155 164 

TTT ACC CGG CAG CGA GCG CGC AGG CCC CCG CGA ACT CCT GGC AGC GCT CAG GAA 



FTRQRARRPPRTPGSAQE 

173 182 191 200 2.0.9 2*8 

AGG CCG TTG CGC CTC GCG._AAG_ GAA -AGA GAG CCG TTG ACC ATG GTT GCA ACT GGC 



R P LR LAKE TE P LTMVATG 



227 236 245 * 254 263 272 

AGT TTG AGC AGC AAG AAC CCG GCC AGC ATT TCA GAA TTG CTG GAC TGT GGC TAT 



SLSSKNPASISELLDC GY 

281 290 299 308 317 326 

CAC CCA GAG AGC CTG CTA AGT GAT TTT GAC TAC TGG GAT TAT GTT GTT CCT GAA 



HPESLLSDFDY WDYVVPE 

335 344 353 362 371 380 

CCC AAC CTC AAC GAG GTA ATA TTT GAG GAA TCA ACT TGC CAG AAT TTG GTT AAA 



PN. LNEVI FEESTCQNLVK 

389 398. 407 416 425 434 

ATG CTG GAG AAC TGT CTG TCC AAA TCA AAG CAA ACT AAA CTT GGT TGC TCA AAG 



MLENCLS KSKQTKLGCSK 

443 452 461 470 479 488 

GTC CTT GTC CCT GAG AAA CTG ACG CAG AGA ATT GCT CAA GAT GTC CTG CGG CTT 



VLVPEKLTQRIAQDVLRL 

497 506 515 524 533 542 

TCC TCA ACG GAG CCC TGC GGC TTG CGA GGT TGT GTT ATG CAC GTG AAC TTG GAA 



SSTEPCGLRGCVMHVNLE 

551 560 569 578 587 596 

ATT GAA AAT GTA TGT AAA AAG CTG GAT AGG ATT GTG TGT GAT TCT AGC GTC GTA 



IENVCKKLDRIVCDSSVV 

605 614 623 632 641 650 

CCT ACT TTT GAG CTT ACA CTT GTG TTT AAG CAG GAG AAC TGC TCA TGG ACT AGC 



PTFELTLVFKQENCSWTS 



FIG . 2B 
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CTT AAT CTC AGA TGA ACC ATT TCA CCA TGG CAG TGT TAT CTC ATC TCT GGG CTT 
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FIG. 3 



MVATGSLSSKNPASISELLDCGYHPESLLSDFDYWDYVVPEPNLNEVIFEESTC 
QNLVKMLENCLSKSKQTKLGCSKVLVPEKLTQRIAQDVLRLSSTEPCGLRGC 
VMHVNLEIENVCKKLDRIVCDSSVVPTFELTLVFKQENCSWTSFRDFFFSRGR 
FSSGFRRTLILSSGFRLVKKKLYSLIGTTVIEGS 
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4A 

6 SLSSKNPASISELLDCGYHPESLLSDFDYWDYV-VPEPNLNEVIFEESTCQNLVKMLENC 64 

SL S + S+ + G+ PE D Y D V +P+ L +E C NL+++L+ 

45 SLESSDCESLDSS-NSGFGPEE DSSYLDGVSLPDFELLSDPEDEHLCANLMQLLQES 100 

65 LSKSKQTKLGCSKVLVPEKLTQRIAQDVLRLSSTEPCGLRGCVMHVNLEIENVCKKLDRI 124 

LS + + + +++L+P +L ++ +++LRL+ +EPCGLRG ++ V +E C + ++ 

101 LSQARLGSRRPARLLMPSQLLSQVGKELLRLAYSEPCGLRGALLDVCVEQGKSCHSVAQL 160 

12 5 VCDSSWPTFELTLVFKQENCSWTXXXXXXXXXXXXXX-XXXXTLILSSGFRLVKKKLYS 183 

D S+VPTF+LTLV + ++ W +L LS+GFR+ + KKKLYS 

161 ALDPSLVPTFQLTLVLRLDSRLWPKIQGLLSSANSSLVPGYSQSLTLSTGFRVIKKKLYS 22 0 



4B 

6 SLSSKNPASISELLDCGYHPESLLSDFDYWDYV-VPEPNLNEVIFEESTCQNLVKMLENC 64 

SL S + S+ + G+ PE D Y D V +P+ L +E C NL+++L+ 

4 8 SLESSDCESLDSS-NSGFGPEE DTAYLDGVSLPDFELLSDPEDEHLCANLMQLLQES 103 

65 LSKSKQTKLGCSKVLVPEKLTQRIAQDVLRLSSTEPCGLRGCVMHVNLEIENVCKKLDRI 124 

L++++ . +++L+P +L ++ +++LRL+ +EPCGLRG ++ V +E C + ++ 

104 LAQARLGSRRPARLLMPSQLVSQVGKELLRLAYSEPCGLRGALLDVCVEQGKSCHSVGQL 163 

125 VCDS S WPTFELTLVFKQENCSWTXXXXXXXXXXX - XXXXXXXTL I LSSGFRLVKKKLYS 183 

D S+VPTF+LTLV + ++ W +L LS+GFR++KKKLYS . 

164 ALDPS LVPTFQLTLVLRLDSRLWPKI QGLFS SANS P FLPGFSQS LTLSTGFRVI KKKLYS 223 



FIG. 5A 



Query: 1 MVATGSLSSKNPASISELLDCGYHPESLLSDFDYWDYWPEPNLNEVIFEESTCQNLVKM 60 

MVATGSLSSKNPASISELLD GYHP SLLSDFDYWDYWPEPNLNEV+FEE+TCQNLVKM 
Sbjct: 1 MVATGS LS S KNPAS I S ELLDGGYHPGS LLSDFDYWDYWPE PNLNE WFEETTCQNLVKM 60 

i 

Query: 61 LENCLSKSKQTKLGCSKVLVPEKLTQRIAQDVLRLSSTEPCGLRGCVMHVNLEIENVCKK 120 

LENCLS+SKQTKIiGCSKVLVPEKliTQRIAQDVLRLSSTEPCGLRGCVMHVNLEIENVCKK 
Sbjct: 61 LENCLSRSKQTKLGCSKVLVPEKLTQRIAQDVLRLSSTEPCGLRGCVMHVNLEIENVCKK 120 

Query: 121 LDRIVCDSSWPTFELTLVFKQENCSWTSLKDFFFSRGRFSSGLKRTLILSSGFRLVKKK 180 

LDRIVCD+SWPTFELTLVFKQE+C WTSLKDFFFSRGRFSSGLKRTLILSSG+RLVKKK 
Sbjct: 121 LDRIVCDASWPTFELTLVFKQESCPWTSLKDFFFSRGRFSSGLKRTLILSSGYRLVKKK 180 

Query: 181 LYSLIGTTVIE 191 

LYSIilGTTVIE 
Sbjct: 181 LYSLIGTTVIE 191 



FIG. 5B 

Query : 43 NLNEVIFEESTCQNLVKMLENCLSKSKQTKLGCSKVLVPEKLTQRIAQDVLRLSSTEPCG 102 

NL++V S + L + L+ L +K+ L C++V +P LTQRIA +++R+S EPCG 
Sbjct: 162 NLDDV - -SASAVRELSQQLQAQLRDAKRRHLACTEVTLPNDLTQRIAAEI IRMSEREPCG 219 

Query: 103 LRGCVMHVNLEIE-NVCKKLDRIVCDSSVVPTFELTLVFKQENCSWTXXXXXXXXXXXXX 161 

R C + + E E N K++ D V FEL L +Q+ W+ 
Sbjct: 220 ERACTLFIEFESEPNKVKRIAYFKVDPDTVSIFELYLTLRQDKSGWS SLVPQFIKN 275 

Query: 162 XXXXXTLI LSSGFRLVKKKLYS 183 

T+ +S F L KKKLYS 
Sbjct: 276 LTRSNT I NI S PDFTLTKKKLYS 297 ^ 
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Query: 24 HPESLLSDFDYWDYWPEPNLNEVIF EESTCQNLVKML ENCLSKSKQTKLGCS 76 

+P+ LSD+ W+Y VPE N ++F + L+KM N K L + 

Sbjct: 613 NPDVELSDYVMWEYNVPE NTIVFSLHVNTLSRYPCLLKMKSKNHNASEKQPDALLKTA 669 



Query : 
Sbjct : 



77 KVLVPEKLTQRIAQDVLRLSSTEPCGLRGC VMHVNLEIENVCKKLDRIV 125 

++++ TQ I DV +S+ PCGL + +N+ 1+ + K++ 1+ 

670 E I I LVTD - TQTI VFDV- - I STVHPCGLNI I KKFYQYLKINI PIDVLPNKI EWI I 720 
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